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Exons 1-10 

ATGGAGAGGTCGCCTCTGGAAAAGGCCAGCGTTGTCTCCAAACT 
GATACAGACAGCGCCTGGAATTGTCAGACATATACCAAATC 

GGAAAGAGAATGGGATAGAGAGCTGGCTTCAAAGAAAAATCCTAAACTCATTAATGCCCTTCGGCGATGTTTTTTCTGG 

AGATTTATGTTCTATGGAATCTTTTTATATTTAGGGGAAGTCACCAAAGCAGTACAGCCTCTCTTACTGGGAAGAATCA 

TAGCTTCCTATGACCCGGATAACAAGGAGGAACGCTCTATCGCGATTTATCTAGGCATAGGCT T A T GCC1TUTCTTTAT 

TGTGAGGACACTGCTCCTACACCCAGCCATTTTTGGCCTTCATCACATTGGAATGCAGATGAGAATAGCTATGTTTAGT 

TTGATTTATAAGAAGACTTTAAAGCTGTCAAGCCGTGTTCTAGATAAAATAAGTATTGGACAACTTGTTAGTCTCCTTT 

CCAACAACCTGAACAAATTTGATGAAGGACTTGCATTGGCACZATTTCGTGTGGATCGCTCCTTTGCAA 

CATGGGGCTAATCTGGGAGTTGTTACAGGCGTCTGCCTTCTGTGGACTTGGTTTCCTGATAGTCCTTGCCCTTTTTCAG 

GCTGGGCTAGGGAGAATGATGATGAAGTACAGAGATCAGAGAGCTGGGAAGATCAGTGAAAGACTTGTGATTACCTCAG 

AAATGATCGAGAACATCCAATCTGTTAAGGCATACTGCTGGGAAGAAGCAATGGAAAAAATGATTGAAAAC 

AACAGAACTGAAACTGACTCGGAAGGCAGCCTATGTGAGATACTTCAATAGCTCAGCCTTCTTCTTCTCAGGGTTCTTT 

GTGGTGTTTTTATCTGTGCTTCCCTATGCACTAATCA^ 

GCATTGTTCTGCGCATGGCGGTCACTCGGCAATTTC^ 

CAAAATACAGGATTTCTTACAAAAGCAAGAATATAAGACAT^ 

AATGTAACAGCCTTCTGGGAGGAGGGATTTGGGGAATTATTTGAGAAAGCAAAACAAAACAATAACA^ 

CTAATGGTGATGACAGCCTCTTCTTCAGTAATTTCTCACTTCTTGGTACTCCTGTCCTGAAAGATATTAATTTCAAGAT 

AGAAAGAGGACAGTTGTTGGCGGTTGCTGGATCCACTGGAGCAGGCAAGA CGAGCT TGCTCATGATGATCATGGGCGAG 

TTAGA ACCAAGT GAAGGCAAGATCAAAC ATTCC GGCCGCAT CAGC TTTTG CAGC CAATT CAGTT GGATCATGCCC^ 

CCATCAAGGAGAACAT^TCTiyGGCGT CAGTTA CGACGAGTACCGCT ATC G CTCG GTGATTAAGGCCTG TCAGTTG GA 

GGAG 

Trans-splicing domain 

GTAAGATATCACCGATATGTGTCTAACCTGATTCGGGCCTTCGATACGCTAAGATCCACCGG 

TCAAAAAGTTTTCACATAATTTCTTACCTCTTCTTGAATTCATGCTTTGATGACGCTTCTGTATCTATATTCATCATTG 
GAAACACCAATGATATTTTCTTTAATGGTGCCTGGCATAATCCTGGAAAACTGATAACACAATGAAATTCTTCCACTGT 
GCTTAATTTTACCCTCTGAATTCTCCATTTCTCCCATAATCATCATTACAACTGAACTCTGGAAATAAAACCCATCATT 
ATTAACTCATTATCAAATCACGCT 
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Trans -splicing domain 

AATAATGACGAAGCCGCCCCTCACGCTCAGGATTCACTTGCCCTCCAATTATCATCCTAAGCAGAAGTGTATATTCTTA 
TTTGTAAAGATTCTATTAACTCATTTGATTCAAAATATTTAAAATACTTCCTGTTTCACCTACTCTGCTATGCACCCGC 



Exons 10 - 24 : 

ACTTCACTTCTAATGATGATTATGGGAGAACTGGAGCCTTCAGAGGGTAAAATTAAGCACAGTGGAAGAATTTCATTCT 
GTTCTCAGTTTTCCTGGATTATGCCTGGCACCATTAAAGAAAATATCATCTTTGGTGTTTCCTATGATGAATATAGATA 
CAGAAGCGTCAT CAAAGCATGCCAACTAGAAGAGGACATCTCCAAGTTTG CAGAGAAAGACAATATAGTTCTTGGAGAA 
GGTGGAATCACACTGAGTGGAGGTCAACGAGCAAGAATTTCTTTAGCAAGAGCAGT^ 

TATTAGACTCTCCTTTTGGATACCTAGATGTTTTAACAGAAAAAGAAATATTTGAAAGCTGTGTCTGTAAACTGATGGC 

TAACAAAACTAGGATTTTGGTCACTTCTAAAATGGAACATTTAAAGAAAGCTGACAAAATATTAATTTTGC^ 

AGCAGCTATTTTTATGGGACATTTTC^GAACTCCAAAATCTACAGCCAGACTT^ 

CTTTCGACCAATTTAGTGCAGAAAGAAGAAATTCAATCCTAACTGAGACCTTACACCGTTTCTCATTAGAAGGAGATGC 

TCCTGTCTCCTGGACAGAAACAAAAAAACAATCTTTTAAACAGACTGGAGAGTTTGGGGAAAAAAGGAAGAATTCTATT 

CTCAATCCAATCAACTCTATACGAAAATTTTCCATTGTGCAAAAGACTCCCTTACAAATGAATGGCATCGAA 

CTGATGAGCCTTTAGAGAGAAGGCTGTCCTTAGTACCAGATTCTGAGCAGGGAGAGGCGATACTGCCTCGGATCAGCGT 

GATCAGC^CTGGCCCCACGCTTCAGGCACGAAGGAGGCAGTCTGTCCTGAA 

CAGAACATTCACCGAAAGACA ACAGCATC CACACGAAAAGTGTC^ 

TATATTCAAGAAGGTTATCTCAAGAAACTGGCTTGGAAATAAGTGAAGAAATTAACGAAGAAGACTTAAAGGAGTGCTT 
TTTTGATGATATGGAGAGCATACCAGCAGTGACTAC^TGGAACACATACCTTCGATATATTACTGTCC^CAAGAGCTTA 
ATTTTTGTGCTAATTTGGTGCTTAGTAATTTTTCTGGCAGAGGTGGCTGCTTCTTTGGTTGTGCTGTGGCTCCTTGGAA 
~% ACACTCCTCTTCAAGACAAAGGGAATAGTACTCATAGTAGAAATAAC^ 

'"tt GTATTATGTGTTTTACATTTACGTGGGAGTAGCCGACACTTTGCTTGCTATGGGATTCTTCAGAGGTCTACCACTGGTG 
CO CATACTCTAATC^CAGTGTCGAAAATTTTACACCA^ 

U\ ACACGTTGAAAGCAGGTGGGATTCTTAATAGATTCTCCAAAGATATAGCAATTTTGGATGACCTTCTGCCTCTTACC^ 
ffl ATTTGACTTCATCCAGTTGTTATTAATTGTGATTGGAGCTATAGCAGTTGTCGCAGTTTTACAACCCTACATCTTTGTT 
t% GCAACAGTGCCAGTGATAGTGGCTTTTATTATGTTGAGAGCATATTTC 

LU AATCTGAAGGCAGGAGTCC7ATTTTCACTCATCTTGTTACAAGCTTAAAAGGACTATGGACACTTCGTGCCTTCGGACG 
Ul GCAGCCTTACTTTGAAACTCTGTTCCACAAAGCTCTGAATTTACATACTGCCAACTGGTTCTTGTACCTGTCAACACTG 
Zfi CGCTGGTTCCAAATGAGAATAGAAATGATTTTTGTCATCTTCTTCATTGCTGTTACCTTCATTTCCATTTTAACAACAG 
GAGAAGGAGAAGGAAGAGTTGGTATTATCCTGACTTTAGCCATGAATATCATGAGTACATTGCAGTGGGCTGTAAACTC 
*L CAGCATAGATGTGGATAGCTTGATGCGATCTGTGAGCCGAGTCTTTAAGTTCATTGACATGCCAACAGAAGGTAAACCT 
^ ACCAAGTCAACCAAACCATAGAAGAATGGCCAACTCTCGAAAGTTATGAT^ 
*P ACATCTGGCCCTCAGGGGGCCAAATGACTGTCAAAGATCTCACAGCAAA 

[H GAACATTTCCTTCTCAATAAGTCCTGGCCAGAGGGTGGGCCTCTTGGGAAGAACTGGATCAGGGAAGAGTACTTTGTTA 
f^z TCAGCTTTTTTGAGACTACTGAACACTGAAGGAGAAATCCAGATCGATGGTGTGTCTTGGGATTCAATAACTTTGCAAC 
cS AGTGGAGGAAAGCCTTTGGAGTGATACCACAGAAAGTATTTATTTTTTCTGGAACATTTAGAAAAAACTTGGATCCCTA 
H TGAACAGTGGAGTGATCAAGAAATATGGAAAGTTGCAGATGAGGTTGGGCTCAGATCTGTGATAGAACAGTTTCCTGGG 
H AAGCTTGACTTTGTCCTTGTGGATGGGGGCTGTGTCCTAAGCCATGGCCACAAGCAGTTGATGTGCTTGGCTAGATCTG 
TTCTCAGTAAGGCGAAGATCTTGCTGCTTGATGAACCCAGTGCTCATTTGGATCCAGTAACATACCAAATAATTAGAAG 
AACTCTAAAACAAGCATTTGCTGATTGCACAGTAATTCTCTGTGAACACAGGATAGAAGCAATGCTGGAATC 
TTTTTGGTCATAGAAGAGAACAAAGTGCGGCAGTACGATTCCATCCAGAAACTGCTGAACGAGAGGAGCCTCTTCCGGC 
T^GCCATCAGCCCCTCCGACAGGGTGAAGCTCTTTCCCCACCGGAACTCAAGCAAGTGCAAGTCTAAGCCCCAGATTGC 

Histidine tag Stop 
TGCTCTGAAAGAGGAGACAGAAGAAGAGGTGCAAGATACAAGGCTTCATCATCATCATCATCATTAG 
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